5542 B 5 4 [ I N Vol. 42 No. 4
384 2024 4 8 1 JOURNAL OF GUANGDONG MEDICAL UNIVERSITY Aug. 2024

E T MK AEF SRR S KR E RN S HEE SO BH R
P1EH

A FE R, KRBRC AIGE T, ST (L) RERKFZER, ) ARRSE 523808; 2. REFR
KEEMEERE, | AT 524001)

 E: BY WIS ERIERO RS S O IR g e/ E AL . 7% A TCMSP ., GeneCards 1 OMIM {4/
JEE 3 S 55 2 FEBR IE VR M Oy AR PR S B B R R, A String B A4 22 11 BOHH B4R FH (PPT) 45, fili
Metascape 3 X A2 B2 HE N HEAT GO . KEGG J3#r. HOc2 /LU 43 %1 ] 35 mmol/L %454k 1., 5 o/L SR IE AL
P, MTT Sk 0 40 IAETS 28, 26 YL R AN T, Western blot ¥l PBK/AKT ik, &8 L MS EHKIEW 495 4>
P SO UG0S KRN 2 148 A, I ASARIE ly 227 A, T8 N 43 WIET . HIF-1, AMPK | PI3K/AKT %(5 5
P, SRR AT IO LA MO e AN R T, 3 p-PI3K Fl p-AKT #3k (P<0.05) . 518 2 4R IE il g
it PI3K/AKT {55080 s S0 0o Ui

KR SERIEW; O 2258 PIBK/AKT 55 it

FESES: R285 MHAREDE: A XEHS: 2096-3610 (2024) 04-0384-06

Protective effect of Shenqi Fuzheng liquid on high glucose-induced myocardial injury using

network pharmacology and in vitro experiment

LI Qin', HE Xu-wei’, ZHANG Yong-gang’, WEI Wen-bin>, CHEN Ji-ming” (1. School of Pharmacy, Guangdong
Medical University, Dongguan 523808, China; 2. Affiliated Hospital of Guangdong Medical University, Zhanjiang
524001, China)

Abstract: Objective To explore the potential mechanism of Shenqi Fuzheng liquid (SFL) on high glucose-induced
myocardial injury (MI). Methods The active ingredients and targets of SFL, and MI genes were screened from TCMSP,
GeneCards and OMIM databases, respectively. A PPI network was constructed using String database, and the intersection genes
were analyzed by GO and KEGG using Metascape database. H9¢2 myocardial cells were treated with 35 mmol/L glucose or
adding with 1 and 5 g/L SFL. Survival rate, apoptosis and PI3K/AKT expression were detected by MTT, fluorescence staining
and Western blot, respectively. Results There were 495 active ingredients of SFL, 2 148 genes of MI, and 227 intersecting
genes between them. These intersecting genes were mainly involved in endocrine resistance, HIF-1, AMPK, PI3K/AKT
signaling pathways. SFL increased survival rate, reduced apoptosis, and upregulated p-PI3K/p-AKT expression of injured
myocardial cells. Conclusion SFL can alleviate high glucose-induced MI through PI3K/AKT signaling.
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