o542 55 3 1) TR BB KR o % Vol. 42 No. 3
258 2024 4F 6 H JOURNAL OF GUANGDONG MEDICAL UNIVERSITY Jun. 2024

RAREXTRR H E AR E LI E E R R 20

) HUEREM T Bk %A kY E Y CREREMIEER 1L,
2.5 BE, AR 524001)

 E: BE  THARMAR BRI E U B R ARAE. ik DIRTREE A TR FE iy kL
AN <32 JH HLAL AR B AR i <15 kg M7 L. BUE R LA AR TG 24 h NI IRSREAS o AR AR A BE R AR TRDRE R8 L 53
PR RARIR AL (IR <36 °C) FNE A TR4] (IRJR =36.5 °C) . f#i ] 16S rRNA FE R FL N AT 5 i 2B REA 14
REZHENE  BEE AL A IR it . 8RN 2022 4F 4-12 H LG 34 132308 (IR 19 6], 1B IR 15
) o SIEH AR AR L AR IR 26 p_Bacteroidota . ¢_Clostridia #1lc_Bacteroidia = J% i Z 48 i (P {E 43514 0.031, 0.042,
0.031), &AAIR 4] Faecalibaculum . Dubosiella . Blautia . Faecalibaculum_rodentium 741 Xt =F FE 1 05 & 34 i (P AE 4> 5 R
0.008, 0.008, 0.005, 0.008) . fEM 415 1E AR ALY SRR W) ZREVEAFAE W35 25 5% . CCA SR R E ™ 19 r2 {6
ek (7=0.4484, P=0.001), HI'E =X i B R BELS I BORC I K . 4638 MIRMIR AL LYE i B Btk B AR S 7 i 7
TER LRI AT RE , (5 3YE Faecalibaculum AT fEAE R IGIR AL 19 4= Wibr

KR IETARE; 16S IRNA JEFWY ; AR A AT L TEUZMm, FOWE

FESES: R7226 XEARER: A XEHS: 2096-3610 (2024) 03-0258-09

Effects of hypothermia on gut microbiota in very low birth weight infants

LIU Ling', LI Yin-shan', LUO Han', AO Dang', CAI Na-li', LIN Shao-zhu', XIANG Min’"(1.Department of Pediatrics,
2.Department of Orthopedics, Affiliated Hospital of Guangdong Medical University, Zhanjiang 524001, China)

Abstract: Objective To investigate the characteristics of gut microbiota dysbiosis in hypothermia among infants with
very low low birth weight (VLBW). Methods In this prospective cohort study, preterm infants with gestational age<32 weeks
and weight<1.5 kg were enrolled. Additionally, fecal samples were collected within 0 days after admission to the intensive
care unit. Based on rectal temperatures upon admission, the VLBW infants were divided into the hypothermia group (body
temperature<36 °C) and the normothermia group (body temperature=36.5 °C). 16S rRNA gene sequencing was utilized to
evaluate the gut microbial diversity, composition and biomarker. Results A total of 19 patients with hypothermia were
enrolled from April 2022 to December 2022, alongside an additional cohort of 15 normothermic patients who were admitted
during the same study period. Compared to the normothermia group, the hypothermia group exhibited a significant increase
in the abundance of p_Bacteroidota, ¢_Clostridia and ¢_Bacteroidia in the hypothermia group (P=0.031, 0.042, 0.031,
respectively). Furthermore, the relative abundances of Faecalibaculum, Dubosiella, Blautia and Faecalibaculum rodentium
were significantly higher in the hypothermia group (P=0.008, 0.008, 0.005, and 0.008, respectively). The overall microbial
diversity exhibited a notable disparity between the hypothermia and normothermia groups. CCA results showed that the r2 value
of cesarean section was the largest (+°=0.4484, P=0.001), and cesarean section had the greatest impact on the structure of gut
microbiota. Conclusion VLBW in the hypothermia group has imbalance in the diversity and composition of gut microbiota,
which suggest that the dominant genus Faecalibaculum is a potential a biomarker for hypothermia group.
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Application of enhanced T1-weighted images to distinguish glioblastoma and solitary brain metastases

CHEN Pei-yi, HUANG Hai-tao (MRI Department, Maoming People’ s Hospital, Maoming 525000, China)

Abstract: Objective To investigate the application effect of different models for distinguishing glioblastoma (GBM)
from solitary brain metastases (SBM) based on enhanced T1-weighted images. Methods A total of 227 patients were included
(107 cases of solitary brain metastasis) and were randomly divided into a training set (#=159) and a validation set (n=68) in
a 7:3 ratio. The enhanced T1-weighted images were imported into the 3D-Slicer software, and the regions of interest (ROI)
were manually delineated. Then, radiomics features were extracted and feature selection was performed using t-tests, recursive
feature elimination, and least absolute shrinkage and selection operator. Based on the optimal features, logistic regression (LR),

support vector machines (SVM), and random forest (RF) algorithms were used to establish models. The diagnostic performance
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