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Advances on susceptibility genes of gestational diabetes mellitus
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Abstract: Gestational diabetes mellitus (GDM) is caused by the interaction of genetics, environment and lifestyle, and

is extremely harmful to the health of mothers and infants. It has a similar genetic background to type 2 diabetes mellitus. This

article reviews the advances on genetic genes and their polymorphisms of GDM, so as to provide a basis for early prediction

and intervention of GDM.
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