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Progress in IncRNAs regulation of bone marrow mesenchyml stem cell differentiation
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Abstract: In recent years, more and more researches at home and abroad have revealed the potential role of IncRNAs in

regulating the pathogenesis process of osteoporosis. From the perspective of the regulation of bone marrow mesenchyml stem

cells (BMMSCs) differentiation, this paper reviews the effects and mechanisms of action of IncRNAs in osteoporosis to further

explore the potential value of IncRNAs in the treatment of osteoporosis.
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