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Effect of three probiotics on the number of intestinal lactobacilli in mice with antibiotic-associated

diarrhea

QIU Xiao-hua, LIU Xia, ZHONG Ping, CHEN Bo, WAN lJie, JIANG Yang* (Physiological Science Laboratory,
Guangdong Medical University, Dongguan 523000, China)

Abstract: Objective To observe the effect of live bifidobacteria, yeast tablets and lactobacillus tablets on the number
of intestinal lactobacilli in mice with antibiotic-associated diarrhea (ADD). Methods Forty 1-month-old mice were chosen
to establish ADD models by intragastrical antibiotics, and then randomized to model, live bifidobacteria, yeast tablet and
lactobacillus tablet groups; 10 mice acted as blank group. The distilled water was intragastrically given in blank and model
groups, while 0.175 g/kg live bifidobacteria capsules, 0.6 g/kg yeast tablets, and 0.9 g/kg lactobacillus tablets were respectively
given for 9 days in live bifidobacteria, yeast tablet and lactobacillus tablet groups. The number of cecal lactobacilli was detected
by real-time fluorescence quantitative PCR. Results The number of cecal lactobacilli was lower in model group than in blank
group (P<0.01). Compared with model group, the number of cecal lactobacilli was increased in 3 probiotic groups (P<0.01),
especially in lactobacillus tablet group (P<0.01). Conclusion The live bifidobacteria, yeast tablet and lactobacillus tablet can
regulate the number of intestinal lactobacilli in mice with ADD, with the best of lactobacillus tablet.
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