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Construction and identification of PGP-U6-GFP-neo-survivin-shRNA recombinant interference plasmid
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Abstract: Objective To construct recombinant surviving-targeting shRNA expressing plasmid. Methods Four
recombinant survivin-targeting shRNA plasmids were designed and constructed, and then transfected into A549 cells. Survivin
expression was detected by qRT-PCR and Western blot. Results Survivin mRNA and protein levels were significantly
decreased in 4 PGP-U6-GFP-neo-survivin-shRNA plasmids, especially in PGP-U6-GFP-neo-survivin-shRNA-2 plasmid.
Conclusion Four PGP-U6-GFP-neo-survivin-shRNA plasmids are successfully constructed.
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