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Role of circRNA-miRNA-mRNA regulatory network in diagnosis, prognosis and therapeutic re-

sistance of non-small cell lung cancer
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Abstract: Most of the newly diagnosed patients with non-small cell lung cancer (NSCLC) are already in the advanced

stage owing to its insidious onset. The circular RNA (circRNA) is differentially expressed in NSCLC and stably exists in

peripheral circulation, which can serve as an indicator for its early diagnosis and prognosis. In addition, the regulatory
network composing of circRNA, MicroRNA (miRNA) and messenger RNA (mRNA) is closely related to NSCLC efficacy.
This article reviews the biogenesis and function of circRNA and miRNA, and the influence of circRNA-miRNA-mRNA

regulatory network on the treatment and prognosis of NSCLC.
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BHE R AEAA I B K T cire 0046264 23254 . 1
KB 1) i RE 2 LRI R, cire 0046264 14 45 B AE 4%
PEROC) 2 1 AR 535128 0.971 F10.915, ¢ 57 4y
0.973 F10.957, HUNE 7 0.951 F10.927, 2 B45 %5053 5
4 0.924 F10.884, Ak, Tan ZE09 % B F-circEA J&H
EML4-ALK(EMAP Like 4-ALK Receptor Tyrosine Ki-
nase) fill & % K 5 1) 57 U177 4E OF H AR 5 b AEE T
EML4-ALK BHM: NSCLC & M b ik sefff
5% W] circRNA A 76 4h J] 46 26 A2 8 AA7E JF A
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16-5p I ¥ VEGFA(vascular endothelial growth factor
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100395 7E NSCLC " L3Rk , I 69 XF filifiz 2 LR
b Jeg el P AS B HE— AP IR IE . circ_100395 235 K-
55 I8 ) TNM(IRE K/ R EL 2 b % %) 43 191 1
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P af 1+ 94 5 miR-1228/TCF21(transcription factor 21)
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1 R SE TS B BAIE . Han Z509% ) circ-BANP 15
Feik 5 i £ A AT AR DG FEPLH L cire-BANP
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. circ-FOXMI Fl circ 0003645 W8 & I AE NSCLC
AP FRIR B, SRS 8B 1 TNM 431
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AL FN B A A0 (OS) B4 B DI DG, iR pF o &
W circRNA 5 NSCLC By Jgd K7y bk I 459 1 Lz ik
i E A AR AR B S A I B ORH X S
NSCLC A R & b 37 P2 Rl Bf i i BH T circRNA
£ NSCLC Hra] G J&—FETE MBS bR
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