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Abstract: Objective To construct AHSAT1 gene deletion strain of Saccharomyces cerevisiae and detect its effect on yeast
growth. Methods AHSA1 gene deletion strain of S. cerevisiae was constructed using homologous recombination technique.
Yeast growth was detected by growth curve and clone formation assay. Results AHSA1 gene deletion strain was successfully
constructed. The clone formation and short-term proliferative activity were lower in AHSA1 gene deletion strain than in wild
type yeast. Conclusion AHSA1 gene deletion inhibits the growth of Saccharomyces cerevisiae.
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